Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.054; wR factor = 0.137; data-to-parameter ratio = 25.2.
In the title compound, C 10 H 9 N 3 , the benzimidazol-2-amine and CH 2 -C CH units are not coplanar, with a dihedral angle of 60.36 between their mean planes. The crystal structure is stabilized by intermolecular N-HÁ Á ÁN hydrogen bonding andinteractions [centroid-centroid distances 3.677 (1) and 3.580 (1) Å ], assembling the molecules into a supramolecular structure with a three-dimensional network.
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Comment
The 2-aminobenzimidazole compounds showed different biological activities such as immunotropic, diuretic, antihistamine as well as highly selective p38a MAP inhibition properties ( Nawrocka et al., 1999 , Cuberens & Contijoch 1997 , Mor et al., 2004 , De Dios et al., 2005 . The polyfunctionality of the 2-aminobenzimidazole molecule is due to the cyclic guanidine moiety which acts as a building block for the synthesis of a large number of benzimidazole derivatives. The various benzimidazole derivatives such as enviradene and enviroxime and other 2-aminobenzimidazole derivatives have been synthesized and screened for antiviral activity (Garuti & Roberti 2002 , Andries et al., 2003 . Moreover, a number of 2-aminobenzimidazoles have exhibited antiproliferative properties (Garuti, Varoli et al., 1998 , Nawrocka et al., 2005 . Further, different substituted 2-aminobenzimidazoles have been found to possess inhibition activity against various strains of bacteria, fungi and yeasts in vivo and in vitro ( Nofal et al., 2002 , Omar et al., 1996 , Del Poenta et al., 1999 . In continuation with our recent work on structural analysis of small molecule (Singh, Agarwal, Mahawar & Awasthi 2011 , Singh, Singh, Agarwal, Hussain & Awasthi 2011 , Singh, Agarwal & Awasthi 2011 , Agarwal et al., 2011 , we wish to report here the crystal structure
In the title compound, the C7-N3 single bond length (1.35 Å) is shorter than normal C-N (1.47 Å) bond suggesting a delocalized double bond in benzimidazole moiety. Again, in the crystal structure, the title compound is stabilized by intermolecular N-H···N hydrogen bonding and π···π interaction assembling, thus forming into supramolecule type assembly with a tri-dimensional network ( Figure 2 , Table 1 ). π···π interactions form a dimer, the ring A and B of an benzimidazole skeleton stacks with the ring B and A of another adjacent benzimidazole skeleton, respectively. The distance of CgA and CgB is 3.641 Å, where CgA and CgB are the center of ring A and B, respectively and the centroid -centroid distance between two adjacent benzimidazole ring is 3.580 Å and the bond distance between atoms C5···C10 is found to be 3.282 Å as well as the bond distance between atoms C1···C5 is found to be 3.369 Å, which helps in overall crystal structure packing as well as stabilization ( Figure 2 ). In the molecule, 2-aminobenzimidazole ring and CH 2 -C≡CH are non-planar with dihedral angle is 60.36. The CCDC No. of crystal is 843876.
Experimental
The synthesis of the title compound was carried out according to the published procedure (Lilienkampf et al., 2009) . Briefly, to a solution of 2-aminobenzimidazole (0.50 g m, 3.76 mmol) in dry acetone was added anhydrous K 2 CO 3 (3.112 g m, 22.55 mmol) and reaction mixture was further refluxed for 15-30 minutes. Subsequently, KI (0.312 g m, 1.88 mmol) and
propargyl bromide (0.39 ml, 4.37 mmol) were added into it and further refluxed the reaction mixture for 18 hrs. After this period, the reaction mixture was cooled, filtered and the filtrate was concentrated invacuo up to 10 ml and left for few days 
Refinement
All H atoms were located from difference Fourier map (range of C-H = 0.93 -0.97 Å and N-H = 0.86 (18) -0.90 (2) Å) and allowed to refine freely. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0289 (5) −0.0018 (6) −0.0051 (5) 0.0047 (5) C1 0.0481 (7) 0.0341 (5) 0.0491 (7) 0.0021 (5) 0.0029 (5) 0.0077 (5) C2 0.0554 (8) 0.0308 (5) 0.0669 (9) 0.0035 (5) 0.0099 (7) −0.0020 (6) C10 0.0669 (10) 0.0587 (8) 0.0513 (8) 0.0076 (7) 0.0205 (7) 0.0105 (7) Geometric parameters (Å, °) 
